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DNA sequencing cost reduction
(Silicon Valley Style)
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The G10K Community of Scientists




The Genome 10K Project:
To understand how complex animal life evolved
through changes in DNA and use this knowledge to

become better stewards of the planet.

U Assemble samples and sequence at least 10,000 different
vertebrate species, bank fibroblast cell lines and make IPS
lines for > 1,000

U Annotate genomes, map and interpret genetic differences
between species, and compute the evolutionary record of
genetic changes on each lineage

U Correlate with ecologic, biologic and geologic data for deep
study of vertebrate diversity, biology, evolution, and for
species conservation

GENOME 10K. The G10K Community of Scientists



Large-scale operations in genome evolution
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Evolutionary origin and history of a
mammalian chromosome
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